GCCCTGAGGG AAGGCCTTGG CCTCCCGCCC GGCGACGACC 
CTGGACCCTT CCAACACCAC CCCCGAGGGG GTGGCCCGGC 
GAGGAGGCGG GGGAGCGGGC CGCCCTTTCC GAGAGGCTCT 
CTTGAGGGGG AGGAGAGGCT CCTTTGGCTT TACCGGGAGG 
GTCCTGGCCC ACATGGAGGC CACGGGGGTG CGCCTGGACG 
TCCCTGGAGG TGGCCGGGGA GATCGCCCGC CTCGAGGCCG 
CACCCCTTCA ACCTCAACTC CCGGGACCAG CTGGAAAGGG 
CTTCCCGCCA TCGGCAAGAC GGAGAAGACC GGCAAGCGCT 
GAGGCCCTCC GCGAGGCCCA CCCCATCGTG GAGAAGATCC 
AAGCTGAAGA GCACCTACAT TGACCCCTTG CCGGACCTCA 
CTCCACACCC GCTTCAACCA GACGGCCACG GCCACGGGCA 
AACCTCCAGA ACATCCCCGT CCGCACCCCG CTTGGGCAGA 
GCCGAGGAGG GGTGGCTATT GGTGGCCCTG GACTATAGCC 
GCCCACCTCT CCGGCGACGA GAACCTGATC CGGGTCTTCC 
ACGGAGACCG CCAGCTGGAT GTTCGGCGTC CCCCGGGAGG 
CGGGCGGCCA AGACCATCAA CTTCGGGGTC CTCTACGGCA 
CAGGAGCTAG CCATCCCTTA CGAGGAGGCC CAGGCCXTCA 
TTCCCCAAGG TGCGGGCCTG GATTGAGAAG ACCCTGGAGG 
GTGGAGACCC TCTTCGGCCG CCGCCGCTAC GTGCCAGACC 
GTGCGGGAGG CGGCCGAGCG CATGGCCTTC AACATGCCCG 
CTCATGAAGC TGGCTATGGT GAAGCTCTTC CCCAGGCTGG 
CTCCTTCAGG TCCACGACGA GCTGGTCCTC GAGGCCCCAA 
GCCCGGCTGG CCAAGGAGGT CATGGAGGGG GTGTATCCCC 
GAGGTGGGGA TAGGGGAGGA CTGGCTCTCC GCCAAGGAGT 
(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 
GATTTAGGTG ACACTATAG 


CCATGCTCCT 
GCTACGGCGG 
TCGCCAACCT 
TGGAGAGGCC 
TGGCCTATCT 
AGGTCTTCCG 
TCCTCTTTGA 
CCACCAGCGC 
TGCAGTACCG 
TCCACCCCAG 
GGCTAAGTAG 
GGATCCGCCG 
AGATAGAGCT 
AGGAGGGGCG 
CCGTGGACCC 
TGTCGGCCCA 
TTGAGCGCTA 
AGGGCAGGAG 
TAGAGGCCCG 
TCCGGGGCAC 
AGGAAATGGG 
AAGAGAGGGC 
TGGCCGTGCC 
GA 


CGCCTACCTC 
GGAGTGGACG 
GTGGGGGAGG 
CCTTTCCGCT 
CAGGGCCTTG 
CCTGGCCGGC 
CGAGCTAGGG 
CGCCGTCCTG 
GGAGCTCACC 
GACGGGCCGC 
CTCCGATCCC 
GGCCTTCATC 
CAGGGTGCTG 
GGACATCCAC 
CCTGATGCGC 
CCGCCTCTCC 
CTTTCAGAGC 
GCGGGGGTAC 
GGTGAAGAGC 
CGCCGCCGAC 
GGCCAGGATG 
GGAGGCCGTG 
CCTGGAGGTG 


1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2502 


19 
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(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 
CGGACGAACA AGCGAGACAG CGACACAGGT ACCACATGGT ACAAGAGGCA AGAGAGACGA 
CACAGCAGAA AC 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 
GTTTCTGCTG TGTCGTCTCT CTTGCCTCTT GTACCATGTG GTACCTGTGT CGCTGTCTCG 
CTTGTTCGTC 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
GACGAACAAG CGAGACAGCG 
(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 
GTTTCTGCTG TGTCGTCTCT CTTG 
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(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 
CCTCTTGTAC CATGTGGTAC CTGTGTCGCT GTCTCGCTTG TTCGTC 46 
(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
ACACAGGTAC CACATGGTAC AAGAGGCAAG AGAGACGACA CAGCAGAAAC 50 
(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg lie Asn Ser 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 969 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30: 

ATGGCTAGCA TGACTGGTGG ACAGCAAATG GGTCGGATCA ATTCGGGGAT GCTGCCCCTC 60 

TTTGAGCCCA AGGGCCGGGT CCTCCTGGTG GACGGCCACC ACCTGGCCTA CCGCACCTTC 120 

CACGCCCTGA AGGGCCTCAC CACCAGCCGG GGGGAGCCGG TGCAGGCGGT CTACGGCTTC 180 

GCCAAGAGCC TCCTCAAGGC CCTCAAGGAG GACGGGGACG CGGTGATCGT GGTCTTTGAC 240 
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